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Aniendment* to the specification; 

Please replace the paragraph at page 54, lines 3-19, with the 

following: 

Polypeptides of the invention may be post-translationally 
modified, Post-translational modifications include phosphorylation 
of amino acid residues serine, threonine and/or tyrosine, N-linked 
and/or 0-linked glycosylation, methylation, acetylation, 
prenylation, methylation, acetylation, arginylation, -obiquination 
and racemization. One may determine whether a polypeptide of the 
invention is likely to be post-translationally modified by 
analyzing the sequence of the polypeptide to determine if there are 
peptide motifs indicative of sites for post-translational 
modification. There are a number of computer programs that permit 
prediction of post-translational modifications. See, e.g., 
www.t.ApAJy.org r^^^^y-nra of the world wide. wP.b (accessed August 31, 
2001) , which includes PSORT, for prediction of protein sorting 
signals and localization sites, SignalP, for prediction of signal 
peptide cleavage sites, MITOPROT and Predotar, for prediction of 
mitochondrial targeting sequences, NetOGlyc, for prediction of type 
0-glycosylation sites in mammalian proteins, big-Pl Predictor and 
DGPI, for prediction of prenylation-anchor and cleavage sites, and 
NetPhos, for prediction of Ser, Thr and Tyr phosphorylation sites 
in eukaryotic proteins. Other computer programs, such as those 
included in GCG, also may be used to determine post-translational 
modification peptide motifs. 
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Please replace the paragraph at page 54. lin^s 20^31, with the 
following: 

General examples of types of post-translational 
modifications may be found in web sites such as the Delta Mass 
database hULp . //www ■ abil. oi;g/ADRF/R>;!^^ai:ch 

Cuimi ' il t tat- a / d e l 1 LaiLias b/<l^l t aiiia ^ ... . Ii Lml ahrf ■ oyCT/fiTtRF/RflS^agC)^ 
r^m,^Si-t-^As / H»1tAm.^-..q/rl.^1rRmaRfi . hrm1 Of thQ wnrl-d wide 
web(acce3sed October 19, 2001); "GlycoSuiteDB : a new curated 
relational database of glycoprotein glycan structures and their 
biological sources" Cooper at al. Nucleic Acids Res. 29; 332-335 
(2001) and liL Lp . / / nfww . gly coa Liitc . com/ g J tyCQSujf . ft ■ r.nm/ of t^e 
,.,o.-iH w-irt^ web (accessed October 19, 2001); "O-GLYCBASE- version 
4.0: a revised database of O-glycosylated proteins" Gupta et al. 
Nucleic Acids Research, 27: 370-372 (1999) and 
hL bp : //www ■ cb J ■ dLu . Jk/daLabajej /OGLYCDAOC/ 

}. t1-p://www ^>.....ritu.dk /H^^^h«.sfts/OnT,YCBA.SF./ of th^ W^rlri Wi . de 

K£ii(accessed October 19, 2001); "PhosphoBase, a database of 

phosphorylation sites: release 2.0. Kreegipuu et al. Nucleic 

Acids Res 27 (1) : 237-239 (1999) and iiLLp.//wwi'»-i-l:Ji.'J'-u.dli/ 

da L.iiLd6HJ./rUu^phoDaag / ritn.dk/ darabases/FTin.spriQBage / of the 

r-i ^-riri yj-irie web (accessed October 19, 2001); or 

hLLp. //pii- ."^eor g aLuwii-g-du/ pX.Lwww/haax - el i/LeAL.Lii!.^lJ. litnil 

r .f^^r^rqof . ^wn.ftriu / rwww/«earch/textrp^i d .ht^l <-'f WQrl^ 

Mi rift web (accessed October 19, 2001) . 

Please replace the paragraph at page 56, line 25 through 
page 57, line 14, with the following: 
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in another embodiment, the invention provides polypeptides 
that have been post-translationally modified. In one embodiment, 
polypeptides may be modified enzymatically or chemically, by 
addition or removal of a post-translational modification. For 
example, a polypeptide may be glycosylated or deglycosylated 
enzymatically. Similarly, polypeptides may be phosphorylated 
using a purified kinase, such as a MAP kinase (e.g, p38, ERK, or 
JNK) or a tyrosine kinase (e.g., Src or erbB2) . A polypeptide 
may also be modified through synthetic chemistry. Alternatively, 
one may isolate the polypeptide of interest from a cell or tissue 
that expresses the polypeptide with the desired 
post-translational modification. In another eirbodiment, a 
nucleic acid molecule encoding the polypeptide of interest is 
introduced into a host cell that is capable of 
post-translationally modifying the encoded polypeptide in the 
desired fashion. If the polypeptide does not contain a motif for 
a desired post-translational modification, one may alter the 
post-translational modification by mutating the nucleic acid 
sequence of a nucleic acid molecule encoding the polypeptide so 
that it contains a site for the desired post-translational 
modification. Amino acid sequences that may be 
post-translationally modified are known in the art. See, e.g., 
the programs described above on the website m .exyai}^ .ovg 
pyp^^ Y-"^*^ ^"^ '^^^ nucleic acid molecule is 

then tee introduced into a host cell that is capable of 
post-translationally modifying the encoded polypeptide. 
Similarly, one may delete sites that are post-translationally 
modified by either mutating the nucleic acid sequence so that the 
encoded polypeptide does not contain the post-translational 



PAGE 11/31 * RCVD AT 4/16I20M 3:35:15 PM [pastem Daylight Tkne] * SVR:U8PTO-EFXRF-1/3 * DNIS:8729306 * CSID:II56 810 1454* DURATION ^i)fSMl 



04/16/04 15:34 FAX 856 810 1454 LICATA & TYRRELL ■* PTOBF 121012 



Attorney Docket No.: DSac-0281 

inventors: •J 
serial No.: 10/001,87^ 



Filing Date: 
Page 6 



Moveinber 20, 2001 



xnodifi^tion motif, or by Introdaacing the native nucleic acxd 
molecule into a host cell that is not capable of 
post-translationally modifying the encoded polypeptide. 

Please replace the paragraph at page 59, line 20 through 
page 60, line 2, with the following: 

Plasmid vectors, will typically be introduced into chemically 
competent or electrocoinpetent bacterial cells. E, coli cells can 
be rendered chemically competent by treatment, e.g., with CaClj, 
or a solution of Mg^% Mn^*, C^^\ Rb* or K*, dimethyl sulfoxide, 
dithiothreitol, and hexamine cobalt (III), Hanahan, J. Mol. Biol. 
166(4) :557-80 (1983), and vectors introduced by heat shock. A 
wide variety of chemically competent strains are also available 
coiTttnercially (e.g., Epicurian Coli® XLIO-Gold® Ultracompetent 
Cells (Stratagene, La Jolla, CA, USA); DH5a competent cells 
(Clontech Laboratories, Palo Alto, OA, USA) ; and TOPIO Chemically 
Competent E. coli Kit (Invitrogen, Carlsbad, CA, USA)). 
Bacterial cells can be rendered electrocompetent , that is, 
competent to take up exogenous DNA by electroporation, by various 
pre-pulse treatments; vectors are introduced by electroporation 
followed by subsequent outgrowth in selected media. An extensive 
series of protocols is provided online in El ecr . cgprot-oco l s 
(BioRad, Richmond, CA, USA) 

( lii,Lp.//www.bloi:aa.ccjm/LlIc.aL.l (i :.iii^e/jjar/ Uew_aeri t i._l? ulaeJ. .pdf- 
l-^i or>.ri ■ nom/T.i f ^.Scle P ^^/T.rtf / New fi^ne Pulper.prtf Qf th^ world wjcj a 

web > . 
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Please replace the paragraph at page 60, line 25 through 
page 61, line 10, with the following i 

Maimalian and insect cells can be directly infected by 
packaged viral vectors, or txansfected by chemical or electrical ' 
means. For chemical transfection, DNA can be coprecipitated with 
CaPO, or introduced using liposomal and nonliposomal lipid-based 
agents. Commercial kits are available for CaPO« transfection 
(CalPhos- Mammalian Transfection Kit, Clontech Laboratories, Palo 
Alto, CA, USA), and lipid-mediated transfection can be practiced 
using. commercial reagents, such as lipOFECTAMINE- 2000, 
LIPOFECTAMINE'^^ Reagent, CELLFECTIN® Reagent, and LIPOFECTIN® 
Reagent (Invitrogen, Carlsbad, CA, USA), DOTAP Liposomal 
Transfection Reagent, FuGENE 6, X-tremeGENE Q2, DOSPER, (Roche 
Molecular Biochemicals , Indianapolis, IN USA), Effectene", 
PolyFect®, Superfect® (Qiagen, Inc., Val«ncia, CA, USA). 
Protocols for electroporating mammalian cells can be found online 
in Electroprotocols (Bio-Rad, Richmond, CA, USA) 

( ( ULLp.//wii^w.Ulo i;ad.uu]ii/Lirk.Dui e uute/pa£/Hew_Genc_Pul.bu.L.pelf i££ 
v.^nr^r.r^nTn/T.ift.Rf^ie n ^'^/prif/Naw Gene Pul.sP.r.pdf pn tUf world wids 

Hskl; Norton et al , (eds.), Pf^nR Trf^n.-ifpr Methods • TntrQ^lucing 
f^ua ini-Y. Lj^Hn^ r..i Is ^nH Ora^nismc.. BioTechniques Books, Eaton 
Publishing Co. (2000); incorporated herein by reference in its 
entirety. Other transfection techniques include transfection by 
particle bombardment and microinjection. See, e.g., Cheng et 
aJ., Proc. Natl. acbcL. USA 90(10): 4455-9 (1993); Yang et 

al., Proc. Natl. Acad. Sci. C/SA 87 (24): 9568-72 (1990). 

Please insert the following paragraphs at page 119, line 20: 
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Example la: Suppression subtractiv hybridization (Clonfch PGR- 
SELECT) 

Clontech PCR-SELECT is a PGR based subtractive hybridization 
method designed to selectively enrich for cDNAs corresponding to 
mRNAs differentially expressed between two mRNA populations 
(Diatchenko et al, Proc, mtl. Acad. Sci. USA, Vol. 93, pp. 6025- 
6030, 1996) . 

Clontech PCR-SELECT is a method for enrichment of 
differentially expressed mRNAs based on a selective 
amplification. cDNA is prepared from the two mRNA populations 
which are to be compared (Tester: cDNA population in which the 
differentially expressed messages are sought and Driver: cDNA 
population in which the differentially expressed transcripts are 
absent or low) . The tester sample is separated in two parts and 
different PGR adapters are ligated to the 5' ends. Each tester 
is separately annealed to excess driver (first annealing) and 
then pooled and again annealed (second annealing) to excess 
driver. During the first annealing, sequences common to both 
populations anneal. Additionally the concentration of high and 
low abundance messages are normalized since annealing is faster 
for abundant molecules due to the second order kinetics of 
hybridization. During the second annealing cDNAs unique or 
overabundant to the tester can anneal together. Such molecules 
have different adapters at their ends. The addition of 
additional driver during the second annealing enhances the 
enrichment o£ the desired differentially expressed sequences. 
During subsequent PGR, molecules that have different adapters at 
each end amplify exponentially. Molecules which have identical 
adapters, or adapters at only one end, or no adapters (driver 
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sequences) either do net amplify or undergo linear amplification. 
The end result is enrichment for cDNAs corresponding to 
differentially expressed messages (unique to the tester or 
upregulated in the tester) . This technique was used to identify 
transcripts unique to prostate tissues or messages overexpressed 

in prostate cancer tissues. 

Pairs of matched samples were isolated from the same 
patxent, a cancer sample, and the "normal" adjacent tissue from 
the same tissue type- The mRNA from the cancer tissue was used as 
the "tester", and the non-cancer mRNA as a Mriver". The non- 
cancer "driver" is from the same individual and tissue as the 
cancer sample (Matched) . Alternatively, the "driver" can be from 
a different individual but the same tissue as the tumor sample 
(unmatched) . In some cases "driver" mixtures of mRNAs derived 
from non-cancer tissues types different from the cancer tissue 
type are used. The last approach allows the identification of 
transcripts whose expression is specific or upregulated in the 
cancer tissue type analyzed. Such transcripts may or may not be 
cancer specific in their expression. 

Several subtracted libraries were generated for prostate 
tissue. The product of the subtraction experiments was used to 
generate cDNA libraries. These cDNA libraries contain Expressed 
sequence Tags (ESTs) from genes that are prostate specific, or 
upregulated in prostate tissue. Randomized clones picked from 
each CDNA PGR Select library were sequenced and the genes 
identified by a systematic analysis of the sequence data against 
the LIFESEQ Gold database available from Incyte Pharmaceuticals, 
Palo Alto. The sequences with no significant homology to any DNA 
sequence present in the database are considered novel sequences. 
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These prostate cancer specific markers are DBX0129_1 through 
DEX0127_99 and correspond to markers of the instant sequence 
listing as depicted in the table in Example 1. 

Please replace the paragraph at page 123, line 45 through page 
124, line 2 with the following: 

Examples of post-translational modifications (PTMs) of the 
esp^ pgP3 of this invention are listed below. In addition, 
antibodies that specifically bind such post-translational 
modifications may be useful as a diagnostic or as therapeutic . 
using the ProSite database (Bairoch et al . , Nucleic Acids Res. 
25(1) :217-221 (1997), the contents of which are incorporated by 
reference) , the following PTMs were predicted for the £a£^ 
of the invention 

( hLLp.//lipJ^a pLll.ibui. i .rL/oyl Lin/i.t.^a_aaLuiuaL.pl7^ay o u^ . g^gu^l 
Le.litwl 

^nrlri w-iH^ w«.b. most recently accessed October 23, 2001) 
For full definitions of the PTMs see 

^.^^ .y .../.a i - Mn^nroM t^-li'^^ n of the yorl^ wide, w.b, most 
recently accessed October 23, 2001. 
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